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Abstrakt: 'V predlozené praci  studujeme  clementarni  stochastické  metody
pro modelovani genetickych populaci. Nejprve uvadime ziakladni pojmy  obecné
genetiky pro snadnéjSi orientaci v textu. V nasledujicich kapitolach se zabyviame
dynamikou vyvoje populace a zakladnimi problémy vybéru v populaci. Hlavnim
t¢matem je ndhodnd kéizeni v populaci, které dale aplikujeme na pohlavné vazané geny,
tetraploidy. autosterilizatni geny a na piipad dvou lokusit. Ve druhé ¢asti se zabyvame
problémy vybéru: zaméiili jsme se predevsim na vybér zalozeny na genotypu
aplikovany na pohlavi a pohlavn¢ vizané geny a dale na familiarni vybér a konkrétni
piiklad Rh faktoru.
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Abstract: In the presented work we study clementary stochastic methods tfor modeling
genetic populations. First we show some basic notion of general genetics for easier
orientation in the text. In the following chapters we deal with the progress of population
dynamics and the elementary problems of selection. Our main topic is the random
mating within population which we apply to sex-linked genes, autotertaploids, self-
sterility genes and the case of two foci. In the sccond part we deal with problems
of selectoin: we target selection based on genotype applyed to sex-limited selection and
sex-linked genes and eventually familial selection and particular example of Rhesus
factor.
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